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Clinical Exploitation

Tematica 1 Extensive sequencing for the molecular characterization of tumor samples and liquid biopsies and comparison with
in-house techniques.

Tematica 2 Development of in depth, additional molecular characterization of cardiometabolic disorders to identify mechanisms
of risk and conceive clinical strategies targeting molecular defects of diseased cells.

Tematica 3 Novel strategies for faster clinical protocol development, and more effective study coordination and data
management.
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Multi-OmiCs Characterization of human samples derived
from CARdiometabolic DISorders affected patients
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Contributo al Programma di Ricerca dello Spoke

Acquisire e integrare dati di genomica, trascrittomica, proteomica e
metabolomica per costruire un profilo multi-omico su campioni
derivati da pazienti, favorendo una comprensione piu profonda delle
complessita molecolari che guidano i disturbi cardiometabolici.

Contributo al Programma HEAL ITALIA ed alla Medicina di Precisione

Migliorare gli strumenti diagnostici e le strategie di trattamento
personalizzato nonché ottenere una comprensione piu profonda dei
meccanismi di sviluppo e progressione patologici.



Multi-omics analysis of samples from cardiometabolic disorders affected patients
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Multi-omics analysis of samples from cardiometabolic disorders affected patients

@ Data integration
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